ABSTRACT
(ureA) gene (3), and glmM (ureC) gene (2).
23
The ureC gene encodes for a phosphoglucosamine mutase, this gene is unrelated to urease production so 24 it was renamed as glmM gene. This gene is considered a "housekeeping" gene, and participates directly 25 in cell wall synthesis (4).
26
The aim of this work was to design a reverse primer for detecting the glmM gene by Polymerase
27
Chain Reaction (PCR) from clinical strains of Helicobacter pylori isolated from gastric biopsy 28 specimens for confirming the presence of the bacterium.
29
The amplification of the ureA gene in this work was for using it as a positive control, since this gene 30 is widely used for identifying H. pylori by PCR (3,9). The design of this reverse primer (GLM MR1 5´-
31
GCA TTC ACA AAC TTA TCC CCA ATC-3´) for detecting the glmM gene from H. pylori was done because 32 the original primers described by Tomasini et al., 2003 were used in other studies of our research group 33 for the amplification of the this gene as well as vacA, cagA and others in a PCR multiplex (data not 34 shown) but when these primers were used, we observed non-specific bands as well as in a non-multiplex 35 assay using the original glmM primers as shown in Figure 1 To validate the design of the GLM MR1 primer, the product of PCR was sequenced. PCR was done 44 using Helicobacter pylori ATCC 43504 DNA, the product was purified with a purification kit (Marligen isolates (100%) and the presence of non specific bands or other products was not observed in P.
72
mirabilis DNA amplification confirming the high specificity of the primer for amplification by PCR.
73
We highly recommend the use of the glmM gene as well as the GLM MR1 primer designed 74 together with GLM MF described by Tomasini et al., 2003 for the diagnostic and identification of 75 H. pylori in clinical isolates from gastric biopsy specimens.
76
As it is observed in our results, the "gold standard" method for diagnostic of H. pylori infection is 77 still being the culture of the microorganism but this is still complex, tedious and expensive. 
